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[ABSTRACT] BACKGROUND & OBJECTIVE: Colorectal laterally spreading
tumor (CLST) rarely invades deeply but always laterally spreads along the
colorectal mucosa, therefore, CLST could be used as a comparative model
in studying the invasion and metastasis of colorectal cancer (CRC). This
study was to identify differentially expressed proteins between a CLST cell
line LST-R1 and two colorectal carcinoma cell lines SW480 and LoVo using
proteomic technology. METHODS: Total proteins of LST-R1, SW480 and
LoVo cells were isolated by two-dimensional electrophoresis (2-DE). Differentially
expressed protein spots were analyzed with Melanie 3 software. The peptide
mass fingerprints (PMFs) of differently expressed proteins were analyzed by
MALDI-TOF mass spectrum. Subsequently matched proteins were searched
through protein databases. RESULTS:. Using pH4-7 IPG gels with 250 ug
protein loading, the numbers of protein spots in 2-DE maps were 1285+51 in
LST-R1 cells, 1184+47 in SW480 cells, and 1124+54 in LoVo cells; when
with 150 pg protein loading, the numbers were 989, 935 and 893,
respectively. The distribution and levels of these proteins in 2-DE maps of
LST-R1, SW480 and LoVo cells were analogical which indicated CLST also
expresses the protein profile of common colorectal tumors. In 2-DE maps,
96 +7 differential protein spots were detected between LST-R1 cells and
SW480 cells with 50+6 only expressed or obviously over-expressed in LST-R1
cells and 47+5 in SW480 cells; 108+10 differential protein spots were
detected between LST-R1 cells and LoVo cells with 56+8 only expressed or
obviously over-expressed in LST-R1 cells and 52+11 in LoVo cells. Nineteen
differentially expressed proteins were identified among LST-R1, SW480 and
LoVo cells. CONCLUSION: Nineteen differentially expressed proteins are
possibly involved in laterally spreading of CLST and adhesion and invasion of
CRC.
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Figure 2 Magnification of the differentially expressed protein

spots among LST-R1, SW480, and LoVo cells
The letters indicate differentially expressed protein spots.
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Figure 3 The peptide mass fingerprints (PMFs) of four proteins
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Table 1 The differentially expressed proteins among LST-R1, LoVo and SW480 cells

LST-R1>SW480>LoVo

LoVo>SW480>LST-R1

Cytochrome ¢ oxidase subunit Vib

14 ku beta-galactoside-binding lectin

OK/SW-CL.19

Polyamine oxidase isoform-3

Ki nuclear autoantigen

Proteasome activator subunit 3

Aflatoxin Bl-aldehyde reductase

Epsilon subunit of coatomer protein complex isoform b
N-methyl-D-aspartate receptor subunit

Trafficking protein particle complex 6B

Cyclin B1

dUTPatase

Platelet glycoprotein IX precursor
Prefoldin subunit 3

Annexin A8

Cyclin-dependent kinase 4 inhibitor A
Chain A, Human Peroxiredoxin 5
Peptidylprolyl isomerase A; cyclophilin A

Urokinase-type plasminogen activator receptor

4 LST-R1.SW480 LoVo
Figure 4 Expression of dUTPase in LST-R1, SW480, and LoVo cells (SPx400)
A: dUTPase is expressed in cytoplasm of LST-R1 cells.

dUTPase (SP x400)

B: dUTPase is expressed in cytoplasm and nuclei of SW480 cells, mainly in nuclei.

C: dUTPase is expressed in cytoplasm and nuclei of LoVo cells, mainly in nuclei.
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