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[ABSTRACT] BACKGROUND & OBJECTIVE: Transcriptional factor Sp1 is
involved in many biological processes, such as cell proliferation, apoptosis,
differentiation and transformation, and plays an important role in invasion and
metastasis of tumors. However, the expression patterns of Sp1 in various
tumors are different.  This study was to investigate the correlations of Sp1
and prognosis of breast cancer.
METHODS: The expression of Sp1 in 60 specimens of breast cancer and 12

expression to metastasis, invasion,
specimens of adjacent breast tissue was detected by EnVision
immunohistochemistry. Its correlation to clinicopathologic features of breast
cancer was analyzed by Cox regression analysis. RESULTS: The positive
rate of Sp1 was 71.67% in breast cancer tissues, and 33.33% in adjacent
tissues. Sp1 staining in cancer tissue was positively correlated to TNM stage
(r=0.349, P<0.05), tumor invasion (r=0.407, P<0.01), and lymph node
metastasis (r=0.314, P<0.05). Univariate analysis indicated that the overall
survival rate was significantly lower in Sp1-positive patients than in Sp1-
negative patients (41.86% vs. 82.35%, P<0.05). Cox multivariate analysis
TNM stage,
metastasis were independent prognostic factors of breast cancer.

CONCLUSIONS: Sp1 maybe participate in the invasion and metastasis of
breast cancer, and is one of the valuable markers indicating poor prognosis

showed that Sp1 expression, invasion and lymph node

of breast cancer. Sp1 detection, with consideration of tumor invasion and
clinical stage, may increase the accuracy of predicting prognosis of patients
with breast cancer.
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1 Spl (EnVision x200)
Figure 1  Expression of Spl in breast cancer (EnVision x200)
: Expression of Spl in nuclei of breast cancer cells of grade | .
: Strong positive expression of Spl in nuclei of breast cancer cells of grade II.

: Strong positive expression of Spl in nuclei of breast cancer cells of grade IIl.
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: Weak staining of Spl in normal adjacent breast tissue.

1 Spl 41.86% (18/43)(  2), log-rank
Table 1 Correlation of Spl expression to .Spl Spl

clinicopathologic features of breast cancer [cases (% ) ]

Spl expression
Item Cases x> value P value
Negative  Positive

Age
=52 27 8(29.63) 19(70.37) 100
<52 33 9(27.27) 24(72.73) 0.04 084
Tumor size
=3 cm 36 10(27.78) 26(72.22)
<3 c¢m 24 7(29.17) 17(70.83)
Histological grade
I 11 4(36.36) 7(63.64)
I 16 3(18.75) 13(81.25) 1.14 0.57 20 b
I 33 10(30.30) 23(69.70)
TNM stage 0 L L L L L L !

I-1 41 16(39.02) 25(60.98) Y 10 20 .30 . 40 50 60 70
m=-v 19 1 (5.26) 18(94.74) 5.72  <0.05 Survival time (months)

80

0.01 0091 60

40

P<0.05

Survival rate (%)

Invasion
No 6 5(83.33) 1(16.67) 2 Spl
Yes 54 12(22.22) 42(77.78) 1-15 <0.01

Lymph node metastasis

No 21 10(47.62) 11(52.38) Figure 2 Kaplan-Meier survival curves of breast

Kaplan-Meier

Yes 39 7(17.95) 32(82.05) 92 <0.05 cancer patients with positive or negative expression of Spl
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Table 2 Cox multivariate prognostic analysis for the breast cancer patients
Variate B SE Wald d P value Exp(B) 95% CI
Age 0.638 0.492 0.708 1 0.400 0.726 0.631-6.616
Tumor size 0.590 0.397 1.709 1 0.190 0.490 0.762-3.660
Histological grade 0.667 0.467 2.223 1 0.156 0.663 0.685-5.411
TNM stage 0.528 0.367 5.560 1 0.025 1.687 0.967-2.857
Invasion 0.261 0.302 4.653 1 0.038 1.343 0.738-2.249
Metastatic lymph nodes 0.647 0.216 8.920 1 0.003 1.909 1.022-8.610
Spl expression 0.736 0.430 6.212 1 0.016 2.027 1.216-3.665
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