| |emyk —t—

( Y Chinese Journal of Cancer, 2007, 26(2):178-182 178

FCM-DNA
PCNA

JAgNOR hTERT.

2 2 1 2 1 2

Significance of FCM-DNA Ploidy Pattern, AgNOR Counting, hTERT and

PCNA Expression in Differentiating Malignant from Benign Serous Effusion
WU Li-Ying', LIU Bang-Rong?, LU Jun?, LING Ming-De', CHEN Jie?, LI Peng', JIANG Yan?

’

235000

235000

1. Lab of Gastroenterology ,
People’s Hospital of Huaibei City,
Huaibei, Anhui, 235000,

P. R. China

2. Department of Pathology ,
People’s Hospital of Huaibei City,
Huaibei, Anhui, 235000,

P. R. China

Correspondence to: WU Li-Ying
Tel: 86-561-3055330

E-mail : wu_ly@sohu.com
(No. 040143)
Grant: Sci-Tech Project
Foundation of Huaibei City

(No. 040143)

:2005-12-27
:2006-06-19

[ABSTRACT] BACKGROUND & OBJECTIVE: Differentiating malignant from
benign serous effusion is still a difficulty in clinic at present. This study was
to explore the clinical value of flow cytometry (FCM)-DNA ploidy,

argyrophilic nucleolar organizer region (AgNOR) staining, human telomerase
reverse transcriptase (hTERT) and proliferating cell nuclear antigen (PCNA)
expression in differentiating malignant from benign serous effusion.

METHODS: Sixty-seven patients with serous effusion, treated in People’s
Hospital of Huaibei City from Jun. 2004 to Jun. 2005, were selected. Besides
routine exfoliated cytology examination,  FCM-DNA ploidy analysis and
AgNOR staining was performed, hTERT and PCNA expression were detected
by SP immunocytology. RESULTS: There were significant differences in
FCM-DNA ploidy, AgNOR staining, hTERT and PCNA expression between
malignant and benign serous effusion. Compared with exfoliated cytology,
the sensitivity of AQNOR staining was the highest (89.1% ), the specificity of
cytology, hTERT and PCNA expression was the highest (100%), and the
accuracy of AgNOR staining and hTERT expression was the highest
(89.6% ). According to combination examination, the sensitivity was
increased to 91.3% through combining cytology with hTERT expression.
CONCLUSION: DNA aneuploidy, hTERT and PCNA expression and AgNOR
counting increase are correlated to malignant serous effusion, and can be
important auxiliary measures for serous cytology.
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Figure 1 Flow cytometry (FCM)-DNA ploidy analysis of serous effusion
A diploidy; B: aneuploidy.

1 DI PI (%)
Table 1 Cell cycle, DNA index (DI) and proliferating index (PI) in serous effusion cells (% )
Group Cases Gy/ G, S G/M DI PI
Benign serous effusion 21 93.8+8.7 3.1+0.8 3.0+0.8 1.003+0.022 15.4+3.3
Malignant serous effusion 46 68.6+5.3" 18.7+£3.2* 12.1+4.1* 1.482+0.271* 28.9+4.8*

“P<0.01, vs. benign serous effusion.
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Figure 2 Expression of human telomerase reverse transcriptase (hTERT) (A) and proliferating cell nuclear antigen (PCNA)
(B) in serous effusion (SP x400)
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Table 2 Sensitivity, specificity, and accuracy

of the examinations (% )

Examination Sensitivity Specificity ~ Accuracy
FCM-DNA ploidy analysis 71.7 95.2 79.1
AgNOR counting 89.1 90.1 89.6
hTERT 84.8 100.0 89.6
PCNA 63.0 100.0 74.6
Cytology 65.2 100.0 76.1
Cytology combined with hTERT 91.3 100.0 94.0
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